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3 -:110 ■ APPLICANT: Eric Potter Clarkson 

5 -:120 - TITLE OF INVENTION!: Methods and compositions for desens i t isation 

7 :13 ) • FILE REFERENCE: 5538/1010 

i -:140 - CURRENT APPLICATION NUMBER: US 09/610,134 



18 


15') 


PRIOP APPLICATION NUMBER: 


GB/9820474 . 6 


I'* 


■-15 ■ ■ 


PRIOR FILING DATE 1998-09 


-21 


-i i 


-.160.- 


NUMBER OF SSQ ID NOS : 124 




2 3 


■ 170 


SOFTWARE: Patentln version 


3.0 




21i.i ■ 


SEO ID NO: 1 




2 6. 


■21 1- 


LENGTH: 17 






■ 21J-- 


TYPE: PRT 




28 


2 1 < ■ 


ORGANISM. Felis cat us 




3 0 


■ 4 0 0-- 


SEOIJENCL : 1 





32 Leu Phe Leu Thr Gly Thr Pro Asp Glu Tyr Val Glu Gin Val Ala Gin 

33 15 10 15 
3 5 Iyr 

3 8 2 H"i • SE'J ID NO: 2 
3^ 211- LENGTH 16 
40 212> TYPE: PRT 

4; -21V- ORGANISM: Felis catus 

4 3 4 0 0:- SEQUENCE: 2 

45 Glu Gin Val Ala Gin Tyr Lys Ala Leu Pro Val Val Leu Glu Asn Ala 
4<- 15 10 15 

4 8 • 210:- SEO ID NO : 3 
;<< ■ 211 • LENGTH 1 7 

r G 212> TVr r. : PKi 

: V. -213- ORGANISM: Felis catus 

"3 ■ 4 00 - SEQUENCE): 3 

3 r: lys Ma :.,eu Pro Val Val Leu Glu Asn Ala An.j Tie Leu Lys Asn Cys 

5 ( ; 5 10 :s 
■>h Val 

6 1 -:210: SEj ID NO: 4 
hi <2i::- LENGTH: 7 0 

• _ 1 ^ TYPE: PRT 
64 • J 1 •• ORGANISM: Felis catus 
66 -'.4 00> SEQUENCE: 4 

hr Glu lie Cys Pro Ala Val Lys Asp Arg Val Asp Leu Phe Leu Thr Gly 



C-- 



> 10 <14L> CURRENT FILING DATE: 2000-05-07 

12 :150 - PRIOR APPLICATION NUMBER: PCT/GB99/00080 

1 < :151- PRIOR FILING DATE. 1999-01-11 

l r < -150 • PRIOR APPLICATION NUMBER: GB/9800445.0 

1*=. 151- PPIOF FILING DATE 1998-01-09 
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7 7 


Met Thr Glu Glu 


Asp 


Lys Glu 


Asn 


Ala 


Leu 


Ser 


Leu 


Leu 


Asp 


Lys 


lie 


78 


5 0 




55 










60 










8') 


Tyr :nr Ser Pro 


Leu 


Cys 




















81 


6 5 




70 




















83 


•:210 ■ SEQ ID NO: 


5 






















8 4 


•'11 '• LENOT H ■ Cf 2 






















8 5 


■:212 • TYPE : PRT 
























H6 


•213 ■ ORGANISM 


Felis catus 




















8 8 


*:400 • SEQUENCE . 


5 






















( >0 


Val Lys Met Ala 


Glu 


Thr Cys 


Pro 


lie 


Phe 


Tyr 


Asp 


Val 


Phe 


Phe 


Ala 


<U 


1 


5 








1 0 










1 c. 




u 3 


Val Ala Asn Gly 


Asn 


Glu Leu 


Leu 


Leu 


Lys 


Leu 


Ser 


Leu 


Thr 


Lys 


Val 


( M 


2 0 








25 










30 






«6 


Asn A La Thr Glu 


Pro 


Glu Arg 


Thr 


Ala 


Met 


Lys 


Lys 


lie 


Gin 


Asp 


Cys 


c < 7 


35 






40 










45 








9 


Tyr Val Glu Asn 


Gly 


Leu He 


Ser 


Arg 


Val 


Leu 


Asp 


Gly 


Leu 


Val 


Met 


100 


5 0 




55 










60 










luj 


T.nr Thr He Ser 


Ser 


Ser Lys 


Asp 


Cys 


Met 


Gly 


Glu 


Ala 


Val 


Gin 


Asn 


10 < 


0 5 




70 








75 










80 


1 1") 5 


Thr Val Glu Asp 


Leu 


Lys Leu 


Asn 


Thr 


Leu 


Gly 


Arg 










1 i.i 0 




85 








90 














H.'h 


• 210 . SEQ II) NO) 


: 6 






















10<3 


■ 211 ■ LENGTH : 17 






















110 


•■212^ TYPE: PRT 
























1 1 1 


<21V- ORGANISM: 


Felis catus 




















17 3 


-:40C • SEQUENCE : 


6 























115 Glu Tie Cys Pro Ala Val Lys Arg Asp Val Asp Leu Phe Leu Thr Gly 
110 1 5 10 15 

118 Thr 

121 -:210:- SEQ ID NO : 7 

122 -21 1 • LENGTH: 17 
12 3 -:212:.- TYPE: PRT 

124 -:213> ORGANISM: Felis catus 

120 --:400:- SEQUENCE : 7 

128 Arg Tie Leu Lys Asn Cys Val Asp Ala Lys Met Thr Glu Glu Asp Lys 

1 2 9 1 5 1 0 1 5 
l.-l Glu 

1'4 <:2U: SEj IL N : 8 

i S5 11 • LFNGTK : 16 

130 -;2 1 TYPE : PRT 

MV -21--:- ORGANISM Felis catus 

1 3 9 l4 00> SEQUENCE - 8 

141 Lys Met Thr G 1 .1 Glu Asp Lys Glu Asn Ala Lou Ser Leu Leu Asp Lys 

142 1 5 10 15 
144 <210> SEQ ID NO: 9 

14 5 <211> LENGTH: 16 

14 6 <212> TYPE: PRT 
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151 


Lys 


' j 1 u Asn Ala Le u Se r Va 1 


Leu 


Asp 


Lys 


He 


Tyr 


Thr 


Ser 


Pro 


Leu 


1 52 


1 


c 






10 










15 




15 4 


-.210 


■* SEC ID NO: 10 




















155 


- 2 11 


- LENGTH: 16 




















156 


■■212 


TV E E : PRT 




















15 7 


2 1 •' 


- 0PO AN T JM : Fe lis caLub 




















15-4 


4 0 0 


■ SEQUENCE : 10 




















16 1 


Val 


Lys Met Ala Glu Thr Cys 


Pro 


lie 


Phe 


Tyr 


Asp 


Val 


Phe 


Phe 


Ala 


162 


1 


5 






10 










15 




164 


•■ 210 


• SEC ID NO: 11 




















165 


-^211 


- LENGTH: 17 




















1 6 6 


•■ 2 1 2 


- TYPE: PRT 




















16 7 




ORGANISM: Felis catus 




















16') 


-.400 


• SEQUENCE 11 




















17 L 


Cys 


Pro lie Phe Tyr Asp Val 


Phe 


Phe 


Ala 


Val 


Ala 


Asn 


Gly 


Asn 


Glu 


172 


1 


5 






10 










15 




174 


Leu 






















177 


< 2 1 1 ) 


SEO ID NO: 12 




















178 


2 1 1. 


■* LENGTH 16 




















17'J 


•:212 


TYPE: PRT 




















180 


<21.< 


- ORGANISM Felis catus 




















182 


•:40n 


- SEQUENCE 12 




















184 


G 1 y 


^sn Glu Leu Leu Leu Lys 


Leu 


Ser 


Leu 


Thr 


Lys 


Val 


Asn 


Ala 


Thr 


T85 


I 


5 






10 










15 




187 


• 210 


SEO ID NO: 13 




















188 


<21 1 


- LENGTH 16 




















l&y 




■ TYPE: PRT 




















190 


< 2 1 .< 


- ORGANISM Felis catus 




















V'<1 


.-4 0" 


- SEQUENCE: 13 




















l' : M 


Leu Thr Lys VaJ Asn Ala Thr 


Glu 


Pro 


Glu 


Arg 


Thr 


Ala 


Met 


Lys 


Lys 


1^5 


1 


5 






10 










15 




19 7 


•: 2 1 0 


• SE=j ID NO: 14 




















198 


- 2 1 J 


- LENGTH: 16 






















2 12 


■ TYPE: PRT 




















200 


■ 2 ] :< 


• ORGANISM: Felis ^atus 






















■ 400 


■ SE0uEN:E: 14 






















Thr i 


vld Met Lys Lys I le Gin 


Asp 


Cys 


Tyr 


Val 


Glu 


Asn 


G 1 y 


Leu 


lie 


2 0 5 


1 


5 






10 










1 r i 




207 


;:H 


SFO ID NO; 1 r 




















2C 8 


■ 2 1 : 


■ LENGTH: 16 




















2 0 9 


212 


• 'IYPE: PRT 




















210 


::l' J 


- ORGANISM: Fel is catus 




















212 


■ 40(1 


> SEQUENCE: 15 




















214 


Oys 1 


1 y r Va 1 Glu Asn G 1 y Leu 


He 


Ser 


Arg 


Val 


Leu 


Asp 


Gly 


Leu 


Val 


215 


1 


5 






10 










15 




217 


• 2 10 


> SKO ID NO: 16 




















218 


•..211: 


- LENGTH : J6 




















: 1 Q 
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222 :400- SEQUENCE: 16 

22 1 Ser Arg Val Leu Asp Gly Leu Val Met Thr Thr lie Ser Ser Ser Lys 

22 5 1 5 10 15 

22 > :2 1 0 - SEO ID NO : 17 

J.2H :2 11 - LENGTH : lb 

J.2 .i .2 12 - TYPE: PRC 

.:?0 :2U- ORGANISM: Fel is catus 

HO ;4 0 0 • SEQUENCE: 17 

..34 lie Ser Ser Ser Lys Asp Cys Met Gly Glu Ala Val Gin Asn Thr Val 

H<5 1 5 10 15 

::■>! • : ; : l o ■ - sro m no 1R 

J<8 .211- LENGTH lfi 

2 3 -.4 ;2 12;- TYPE: PRT 

2-r.' ' 2 I ':' ORGANISM: Fel is cat us 

J 4 J -400> SEQUENCE : 18 

.4 4 A., a Val Gin Asn Thr Val Glu Asp Leu Lys Leu Asn Thr Leu Gly Arg 
J4 5 15 10 15 

24? -:210:> SEO ID NO: 19 
2 4 H -2:1:- LENGTH. .J 2 0 
24 9 -:212:> TYPE: PRT 

250 -:2]j:- ORGANISM Dermatophagoides pterony ss inus 
. c .2 -:400:- SEQUENCE 19 



2 r .4 


Met: 


Lys 


lie 


Val 


Leu 


Ala 


He 


Ala 


Ser 


Leu 


Leu 


Ala 


Leu 


Ser 


Ala 


Val 


2 5 5 


1 








5 










10 










15 




• . r. -7 


Tyr 


Ala 


Arg 


Pro 


Ser 


Ser 


He 


Lys 


Thr 


Phe 


Glu 


Glu 


Tyr 


Lys 


Lys 


Ala 


2 5 H 








20 










25 










30 






2 H 0 


Phe 


Asn 


Lys 


Ser 


Tyr 


Ala 


Thr 


Phe 


Glu 


Asp 


Glu 


Glu 


Ala 


Ala 


Arg 


Lys 


1 6 1 






4 5 










40 










45 








2 3 


Asn 


Phe 


Leu 


Glu 


Ser 


Val 


Lys 


Tyr 


Val 


Gin 


Ser 


Asn 


Gly 


Gly 


Ala 


He 


2 b 4 




5 0 










55 










60 










2 b h 


Afn 


His 


Leu 


Ser 


Asp 


Leu 


Ser 


Leu 


Asp 


Glu 


Phe 


Lys 


Asn 


Arg 


Phe 


Leu 


2b ^ 


b r . 










70 










75 










80 


2 f> ^ 


Met 


Ser 


Ala 


Glu 


Ala 


Phe 


Glu 


His 


Leu 


Lys 


Thr 


Gin 


Phe 


Asp 


Leu 


Asn 


i ^ (.: 










85 










90 










95 






A] a 


Glu 


Thr 


Asn 


Ala 


C y s 


Ser 


He 


Asn 


G 1 y 


Asn 


Ala 


Pro 


Ala 


0 1 u 


1 1 e 










10C' 










105 










1. 10 






; ^ t 


Asp 


Leu 


Arg 

. ; 5 


0 1 r . 


Met 


Arg 


Thr 


Val 
120 


Thr 


Pro 


lie 


Arg 


Met 

12 5 


Gin 


,J 1 y 


Gly 


\ 1 < 


Cys 


G 1 y 
1 3 0 


Set' 


C y s 


Trp 


A 1 a 


Phe 
1 3 5 


Ser 


G 1. y 


Vu .1 


Ala 


A i a 
1 4 ' 


Thr 


Glu 


Sei 


Ai a 


. h : 


T \ r 


Leu 


A J a 


Tyr 


Arg 


Asn 


Gin 


Ser 


Leu 


Asp 


Leu 


Ala 


Glu 


Gin 


G I u 


Leu 


282 


14 5 










150 










155 










160 


1 8 4 


Va 1 


Asp 


Cys 


Ala 


Ser 


Gin 


His 


Gly 


Cys 


His 


Gly 


Asp 


Thr 


He 


Pro 


Arg 


1: 8 5 










16 5 










170 










175 




2 8" 


g 1 y 


lie 


Glu 


Tyr 


He 


Gin 


His 


Asn 


Gly 


Val 


Val 


G 1 n 


Glu 


Ser 


Tyr 


Tyr 


188 








1 80 










185 










190 






2 h 0 


Ai g 


Tyr 


Val 


Ala 


Arg 


Glu 


Gin 


Ser 


Cys 


Arg 


Arg 


Pro 


Asn 


Ala 


G 1 n 


Arq 
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294 210 215 220 

2^6 lie Arg Glu Ala Leu Ala Gin Thr His Ser Ala lie Ala Va 1 He lie 
^ 7 225 230 235 240 

2^9 Gly lie Lys Asp Leu Asp Ala Phe Arg His Tvr Asp Glv Arg Thr lie 
3 : ") 24 5 250 ^ 255 

3-'-2 lie Gin Arg Asp Asn Gly Tyr Gin Pro Asn Tvr His Ala Val Asn lie 

260 265 " 270 

3<:5 Val Gly Tyr Ser Asn Ala Gin Gly Val Asp Tyr Trp He Val Arg Asn 

275 280 J 285 

3 '"'3 .v?r Trp Asp Thr Asn Trp Gly Asp Asn Gly Tvr Gly Tyr Phe Ala Ala 
3<H 290 295 300 

3:i Asn He Asp Leu Met Met He Glu Glu Tyr Pro Tyr Val Val He Leu 
31-2 *05 310 315 320 

3 14 :210- SEQ ID NO: 20 
3 1 5 .;2H:. LENGTH : 146 
31h -:212:- TYPE: PRT 

317 -;213:.- ORGANISM : Derma tophagoides pteronyssinus 
319 - 4 00:- SEQUENCE: 20 

32 1 Met Met Tyr Lys lie Leu Cys Leu Ser Leu Leu Val Ala Ala Val Ala 
322 1 5 10 15 

324 Arg Asp Gin Val Asp Val Lys Asp Cys Ala Asn His Glu lie Lys Lys 
32 r > 20 25 30 

327 Val Leu Val Pro Gly Cys His Gly Ser Glu Pro Cys He He His Arg 

328 35 40 45 

33u Gly Lys Pro Phe Gin Leu Glu A.a Val Phe Glu Ala Asn Gin Asn Thr 

33 1 50 55 60 

33 ^ lys Thr Ala Lys lie Glu He Lys Ala Ser He Asp Gly Leu Glu Val 
3 3-i i c - 70 75 80 

3 3f. Asp Val Pro Gly lie Asp Pro Asn Ala Cys His Tyr Met Lvs Cys Pro 
3-< 7 85 90 ^ 9 5 

3~y Leu Val Lys Gly Gin Gin Tyr Asp He Lys Tyr Thr Trp Asn Val Pro 
34" 100 105 110 

34 2 Lys He Ala Pro Lys Ser Glu Asn Val Veil Val Thr Val Lvs Val Met 
34 < 115 120 125 

34" Giv Asp Asp Gly Val Leu Ala Cys Ala lie Ala Thr His Ala Lvs He 
34' 130 135 140 

3 4- Arq Asp 
3 4 ♦ 14 5 

3 V - 2 10 • SEQ ID NO: 2 1 
3 5.3 -211- LENGTH : 261 

35 \ <2 12> TYPE: PRT 

3 54 <2 13> ORGANISM: Dermat ophago i des pteronyssinus 
3 5n <4 00> SEQUENCE: 21 

35s Met. He He Tyr Asn He Leu He Val Leu Leu Leu Ala He Asn Thr 
3 5- 1 5 1C 1 s 

36 1 Leu Ala Asn Pro He Lou Pro Ala Ser Pio Asn Ala Thr lie Val Glv 
3^2 20 2 5 30 



Please Note: 

Use of n and/or Xnn have b°en dotccted in the Sequence I istinq. Pleas** review U\>- 
Sequence Listing to ensure that a corresponding explanation is presented in th< - 220 to 
< 2 23 > fields of each sequence which presents at least one n or Xaa. 
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L 


10 M 




71 C 


: Current Filing Date 


differs, 


Repl aced 


Current Filing 


Date 


L 


421 


M 


258 


W : 


Mandatory Feature 


missing , - 


inn , 


not 


found 


for 


SEQ 


ID* : 


2 2 


L 


421 


M : 


Ml 


W 


(46) "n" or "Xaa" 


used; for 


SEQ 


ID# : 2 


") 










L 


4^3 


M 


258 


W . 


Mandatory Feature 


missing, - 




not 


found 


for 


SEQ 


ID* ; 


24 


L 


4 7 3 


M 


.3 41 


W 


(46) " n" or "Xaa" 


used, for 


SEQ 


ID# : 2 


4 










L 


1j80 


M 


. 258 


W 


Mandatory Feature 


missing, 




> not 


found 


for 


SEQ 


ID# 


4 3 


L 


1280 


M 


341 


W 


(46) "n" or "Xaa" 


used., for 


SEQ 


ID# 


4 3 










L 


3610 


M 


258 


W 


Mandatory Feature 


missing , 


< ; ^ 2 J 


> not 


found 


for 


SEQ 


ID# 


. 91 


L 


3610 


M 


341 


W 


(46) "n" or "Xaa" 


used, for 


SEQ 


ID# 


91 










L 


3613 


M 


.258 


W 


Mandatory Feature 


missing , 




not 


found 


for 


SEQ 


ID* 


91 


I, 


3 613 


M 


■34 1 


W 


(4hi " r. " or "Xaa" 




t'r\ i 




. ' ± 










L 


3634 


M 


258 


W 


Mandatory Feature 


missing, 




not 


found 


for 


SEQ 


ID# 


92 


L 


3634 


M 


■ 341 


w 


(46) "n" or "Xaa" 


used, for 


SEQ 


ID# 


92 










L 


4 955 


M 


258 


w 


Mandatory Feature 


missing , 


< 2 2 2 


' not 


found 


for 


SEQ 


ID# 


112 


L 


4955 


M 


341 


w 


(46) "n" or "Xaa" 


used, for 


SEQ 


ID# : 


112 










L : 


4 958 


M 


.258 


w 


Mandatory Feature 


missing , 


<222 


not 


found 


for 


SEQ 


ID# 


: 112 


L: 


4958 


M 


: 341 


w 


(46) "n" or "Xaa" 


used, for 


SEQ 


ID# : 


112 
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